Supplementary material: Table S1
Genes upregulated by Aspa knock-down were submitted to DAVID functional annotation 1,2 using GO terms and KEGG pathways. Count shows the number of mapped genes and Benjamini-Hochberg s correction was used for adjusting p-value for multiple testing.
Table S2
Primers used for qPCR analyses. 
Fig S1
Cytoplasmic acetyl-CoA is not changed in iBACs permanently treated with NAA. iBACs were differentiated in the absence or presence of 10 mM NAA in the differentiation media. Cytoplasmic acetyl-CoA was measured as described in methods (n=6).
Fig S2
NAA transporters are expressed in the small intestine. Duodenum, jejunum, and ileum of 20-24 week old C57Bl/6 mice (fed state) were harvested and mRNA levels of proposed NAA transporters Slc13A1 and Slc13A2 were measured using qPCR. Expression values were normalized to 18S rRNA. All data are presented as fold change over duodenum (n=3).
Fig S3
Triglyceride hydrolase activity is reduced upon Aspa knock-down in iBACs. Stably silenced cells were differentiated for seven days and triglyceride hydrolase activity assay was performed as we described elsewhere 3 (n=3). Student´s t-test compared to ntc.
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